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Coronavirus Image: This image is a work of the Centers for Disease Control and Prevention, part of the United States Department of Health and Human Services, taken or made as part of an employee's official duties. As a work of the U.S. federal government, the image is in the public domain.  (https://en.wikipedia.org/wiki/File:SARS-CoV-2_without_background.png)


THANK YOU

front-line clinicians
care givers
all those who are serving
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Presentation Notes

In this unprecedented time – when the world is full of fear and uncertainty. There are so many who wake up everyday at great risk to themselves and their family and serve. It’s not just doing your job. Every selfless thought is above and beyond.

We are all in the same storm, but we are not all in the same boat. This has impacted each of us in different ways personally, professionally, financially, socially, - our health, our families, our relationships, our jobs, our lives.


w¥%) Clinical starting point

National Biosurveillance Team

* Reporting Analytics, Performance, Improvement and
Deployment (RAPID)

* Clinical Systems Development and Evaluation (CSDE)

* Biosurveillance, Antimicrobial Stewardship, and Infection
Control (BASIC)

Office of Public Health Surveillance and Research (PHSR)

Pharmacy Benefits Management (PBM)
* VA Medication Safety Center
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Presentation Notes
We are a federal agency and it is important that there is consistency. As such, there has been a tremendous amount of work happening on the clinical operations side to ensure a consistent starting point.  This work is led by the National Biosurveillence Team, which includes RAPID directed by Joe Francis, CSDE directed by Tami Box, and BASIC directed by Makoto Jones.

There is so much messaging happening, and as a research community, we need to consider the signal and noise. How can we be part of the signal
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This report compares VA cases diagnosed and treated at VA facilities, with community case:
non-VA healthcare facilities.

https://www.accesstocare.va.gov/Healthcare/COVID19NationalSummary
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COVID Case Descriptions

J———

VA Confirmed Positive

VA Presumptive Positive

~—

VA Negative

Patients meeting criteria: positive laboratory performed by CDC or comply
with CDC standards or human-confirmed case review. Labs must meet VA
10N memo of Lab reporting of COVID-19 confirmation. A recurrent case
may occur if a patient has another positive test after a testing gap of more
than 14 days.

Patients meeting: Positive lab test conforming to Feb 2020 or March 2020
VA 10N memos for presumptive positive or human-reviewed for
presumptive positive. Results and workload code must comply.

Patients meeting: Negative rRT PCR of approved specimen type by any
performer.



©¥%) VA C#VID-19 Shared Data Resource

VA Informatics and Computing Infrastructure
Million Veteran Program

MVP Data Core

Veterans Aging Cohort Study / MVP-CHAMPION
Cooperative Studies Program / CSPEAR

Seattle / Denver COIN

and many more...
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Presentation Notes
An undertaking with the most moving parts and fastest moving that we’ve ever done. It is a coordinated lift by many different groups. Here is just a selection.

VINCI efforts led by Kristine Lynch
Million Veteran Program directed by Sumitra Muralidhar with co-PIs Michael Gaziano, Chris O’Donnell and Phil Tsao
MVP Data core led by Kelly Cho
VACS program led by Amy Justice
MVP-CHAMPION teams, including Department of Energy colleagues
CSP directed by Grant Huang
CSPEAR, part of CSP
Seattle Denver COIN directed by David Au and Michael Ho
And many individual investigators and teams


VA C#VID-19 Shared Data Resource

e Goal:
* Provide value as quickly and consistently as possible

* Process:



&¥%) Where to learn
N5, Thank you
MVP!

VA Phenomics Library

https://vhacdwdwhweb100.vha.med.va.gov/
phenotype/index.php



COVID-19  Discussion

COVID-19:Shared Data Resource

Comtents [hide]

Orverview  fedi|

The COVID-19 Shared Data Resource is 2 new data domain containing information retated to COVID-15 in and outside of VA 1t is comprised of data Fom various Sources
and uses case definitions, conceg! definiians, VA dala Mappings, and aiher iformation hat are coliected, validabed, and updated collabaratively across VA, If you woukd
W fo participate in any of these aciities, have questons about exising data. or have sugpgested changes and addions, please emal VINCIEEva gov win “COVID-13
Shared Data Aesource” in the syt line

Getting Access to the COVID-19 Shared Data Resource josi|
¥ou can get scoess (o the COMID-19 Shared Dala Resource when you have

* A study profocol with Scope covenng your COVID-18 reseanch question Bhat has been 1) reviewed and appeoved by an IRE of that has: been given an Exergl
delermination and 2) neviewed and approved by your kocal VA RAD Committes. The Office of Research Policy, Prolection, and Education is finalizing the guidance on

i e Ly 1 Curarvigw thits step. Lipdate Coming Soon!
Dala Cors 2 (Geflng Access b the COVID-13 Shared Data Resource + A DART amendment with 1) an amendment narrative asking for Access i the COVID-19 Sharsd Data Resowrce. 2) 2 COW Checkii! & with the gomain COVID- 1§
Fid 3 Acknowledgemnonts COVID- 10 Shared Data Rescarce: Shaved Data Rescurce checked, and 3) (Tor new studies only - existing and IRE amended shadies lemporarily do not requing) an updaled Research Request Memos
4 VA COVID-18 Data sigred by your ACOS-R
Coniributors 4.1 WA COVID-19 Positive and Hegative Cases You Can 564 the A reguiatory o
WP 411 COVID. Cohert i
CSPEAR 42 VA COVID-19 Dimension Tablas The COMID-19 Shared Data Resource can then be provissoned 10 your sludy space. The COVID-10 Shaved Dals ReSource contiing patient-lovel dats and use of
VACS 421 COVID_DimProcedurss these data must folfow all VA and fecleral policies.
i 422 COVID_DimConditons
Foninet 423 COVID. DimMedications
a Resource [edy)
COVID_Patient [edit]
ons colleagues wha have dropped everything 1o make this thelr main focus. They have been and wil
Overview chenih: breakinecughs and pUBASh your work. W are working fo finalize an acknowledgement. In agdion,
The COVID_Patient table ks meant 1o provide an overview of relevant data at the time the patient was classified as CaseDefinition of CaseDateTime. Because there may be Ttz il he updated 35 we el more Information. Because sach of these groups &5 all encompassing, please

0 nesearch

mubtiple CaseDefinition’s for one patient, there is one row per combination of PatientSID, CaseDateTime, and CaseDefinition in the COVID_Cohort table. The PatientSID has
been linked 1o PatientiCN. All columns are using the initial version of concept definitions (v1) and data mappings (v1) are are being validated and updated as needed

COVID_Symptoms [edil)
Overview

The COVID_Symploms table is meant to provide an overview of relevant symplom data al the time the patient was classified as CaseDefinition at CaseDateTime and up to 30
days before. All columng are using the initlal version of concept defindtions (v1) and data mappings (v1) ane are being validated and updated as nesded.

COVID TreatmentMedications [edi]
Overview

The COVID_TreatmentMedications table is meant to provide an overview of relevant pharmacological treatments post index date, which is defined as CaseDateTime when the
patient was classified as CaseDefinition. ANl columns are using the initial version of concept definitions (v1) and data mappings (v1) are are being validated and updated as

neaded



How to get access

* Operations -> Work with CSDE to get access to tools and data

* Research -> Follow the same steps for any study amendment



How to get access

h question

-19 research question

otocol that | would like to
ID-19 research question

Submit an IRB

Authorization and
mpt determination

Committee review

mittee approval

Remember to
check with study
sponsor for any

additional
requirements




How to get access

state
a Resource”

9 Shared Data Resource’

A Research Request Memo
signed by my ACOS-R IS
required for a new study.

to your study space




%) \What do | get access to?

VA C&#VID-19 Shared Data Resource
Is a DATA DOMAIN

population of patients that meet your study criteria
Is your STUDY COHORT



W% What do | get access to?

Just like any study that uses VINCI, you must specity
vour STUDY COHORT

and the DATA DOMAINS
yvou would like to request

Veterans with heart disease Veterans with heart disease AND all persons testing positive
for COVID-19
/| Patient /| Patient
“/| Pharmacy BCMA /| Pharmacy BCMA
[] VA COVID-19 Shared Data Resource [] VA COVID-19 Shared Data Resource
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Check mark image from: https://commons.wikimedia.org/wiki/File:Checkmark.svg


How can | help?

* Reporting a COVID data quality issue
* Reporting a COVID data access issue
* Asking a COVID data question . -
* Help with validation VINcl @Va ’ gOV
e Contribute mappings

* Request new data elements

e Other...



VA COVID-19 Shared Data Resource

VA COVID-19 data

* Dimension Tables
Analytic Tables

CDW Supplement Tables
Comparison Cohort Tables
Fact Sheets

e Community COVID-19 data
* Hospital Referral Regions
 Effective Reproduction Rate
* Johns Hopkins



Explore



Makoto Jones
Kelly Peterson
Adrienne Murray

BASIC team, VA SLC

Barb Jones

Joe Francis

Tami Box

Jack Bates

BISL and VINCI IT
Evan Carey

Craig Kreisler
Tom Glorioso
Rian DeFaccio
Fran Cunningham
Ashir Shumunov

Thank you...

Kwan Hur

Mark Holodniy
Gina Oda

Cynthia Lucero
Patricia Schirmer
Jonathan Nebeker
Kristine Lynch
Michael Matheny
Elise Gatsby

Ben Viernes
Kevin Malohi
Olga Patterson
Patrick Alba
Hannah Eyre
Jennifer Ling

Jeff Rogers

Olga Efimova

Tori Anglin-Foote
Benji Lambson
Steven J. Oostema
Andrew Holbrook
Lu Zhenyu

Brian Robison
Jiantao Bian
Steve Johnson
Aize Cao

Daniel Park
Vincent Messina
Jason Denton
Kushan Hewa

Liz Hanchrow
Abigail Hillard
Jeffrey Ferraro
Shaoyu Su
Qingzhu Liu
Ramana Seerapu
Kim Bloom

Greg Coronado
Kristi Gregory
Della Richter
Chris Ledding
Jay Tucker

Tim Trautman
Nevin Taylor
Udara Abeysekara



Chris Wilson

Will Tolbert
Deborah Eddy
Chris Halladay
Hamid Saoudian
Sumitra Muralidhar
Michael Gaziano
Stacey Whitbourne
Phil Tsao

Chris O’Donnell
Kelly Cho

Anne Ho

Jeffrey Gosian
David Gagnon
Hanna Gerlovin
Katherine Kurgansky

Thank you...

Dan Posner
Adriana Hung
Amy Justice

Chris Rentsch
Melissa Skanderson
Janet Tate

George Hauser
Farah Kidwai-Khan
Lesley Park
MVP-CHAMPION
David Au

Michael Ho

Sarah Haeger
Tyler Wieman
Corey Walsh
Abigail Bryant

Amber Fleck

Eric Cross
Michael Klausner
Kevin Duan

Scott Powers
Todd Wagner
Nicholas Smith
Jonathan Sugimoto
Sarah Keithly
Walid Gellad
Paul Heidenreich
Aditya Sharma
Sonia Duffy
Adam Chow

Paul Barnett
Rose Ignacio

Yoko Ogawa

OHDSI COVID
Collaboration
Cooperative Studies
Program

CSPEAR

ORD COVID Steering
Committee

David Atkins

Rachel Ramoni

and many more...



Jeffrey Scehnet

Jeffrey.Scehnet@va.gov

Preferred contact method:

VINCI@va.gov

Scott DuVall
scott.duvall@va.gov
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